The binuclear molecule of the title compound, [Hf 2 (C 10 H 6 F 3 O 2 ) 6 (OH) 2 ]Á2C 3 H 7 NO, lies across an inversion centre and contains a Hf IV atom which is eight-coordinated and surrounded by three chelating -diketonato tris(4,4,4-trifluoro-1-phenylacetylacetonate (tfba À ) ligands and two bridging OH À groups in a distorted square-antiprismatic geometry. The Hf-O bond lengths vary from 2.073 (2) to 2.244 (2) Å and the O-Hf-O bite angles vary from 73.49 (9) to 75.60 (9) . Weak O-HÁ Á ÁO hydrogen-bonding interactions are observed between the bridging hydroxy groups and the dimethylformamide solvent molecules. The unit cell contains solvent-accessible voids of 131 Å 3 , but the residual electron density in the difference Fourier map suggests no solvent molecule occupies this void. Table 1 Hydrogen-bond geometry (Å , ). The metal complex of the title compound (Figure 1 ) consists of a Hf IV atom which is eight-coordinated and surrounded by three tfba -ligands and two bridging OH-groups thereby adopting a slightly distorted anti-prismatic coordination geometry.
Related literature
The Hf-O bond lengths vary from 2.073 (2) Å to 2.244 (2) Å and the O-Hf-O bite angles vary from 73.49 (9) ° to 75.60 (9) °. The dimer skeleton exhibits a flat diamond-like structure and lies across an inversion centre with Hf-O7,
Hf-O7 i and Hf-Hf i distances of 2.135 (2), 2.073 (2) and 3.4958 (8) Å, respectively, and a bite angle of 67.66 (11) °.
Lastly, weak hydrogen bonding interactions are observed between one of the bridging hydroxy groups (O7-H1A) and the solvent molecule (Table 1) .
Experimental
Chemicals were purchased from Sigma and Aldrich and used as received. 4,4,4-Trifluoro-1-phenyl-1,3-butanedione,tfbaH, (540 mg, 2.5 mmol) was added slowly to HfCl 4 (200 mg, 0.624 mmol) in N,N-dimethylformamide (25 ml). After refluxing for ca 12 h, the crude product was filtered and left to stand at room temperature for colorless crystals to form.
Refinement
The aromatic, methine, and methyl H atoms were placed in geometrically idealized positions (C-H = 0.93-0.98) and constrained to ride on their parent atoms with U iso (H) = 1.2U eq (C) for aromatic and methine, and U iso (H) = 1.5U eq (C) for methyl H-atoms. The highest residual electron density was located 1.05 Å from H1A and was essentially meaningless.
Figures Fig. 1 . Representation of the title compound, showing the numbering scheme and displacement ellipsoids (50% probability). Primed atoms are related to the unprimed atoms by symmetry operation: -x+1, -y+1, -z+1.
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